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st Justification

il

contamination of water is widespread.
ﬂe mest common pollutant

_ Virgi

ermmmJ ‘ purce(s) Is difficult.

Restorationrefforts are hampered without
‘accurate DJIJF( identification.

Sourcing ecal#ollutlon Is a developing
methodology.
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pPEURUN Watershed
PArEr B0k Basin

<'g /mll“ Iong
$879 acres in the basin.

296 acres wooded, 3,257
4 Ure/crop, 270 acres
- residential, and 56 acres other/urban.

Peak averagg stream flow rate Is 2,500
gal/min.



iEBUilding a Library of
eV Sou Profiles

ecLJLrJ Known sources
fiie vvJ 9eefi cow, dairy cow,

& V) dllfe'S
d"

IWERLYEONEtEstsiperformed on each
solate et0'C veﬂbp a biechemical profile.

Database now. contains over 7,000
Isolates.

Database analyzed with Cluster
Analysis and Discriminant Analysis.



DEIEWESEOSolates from
MIBVIINSOUICES

0. Of Correctly Correct

Re—
Yy 24

Seliicerisolaies ™ ldentified Rate(%)
Catfle  1y926 1,656 86
SUIE 1,190 968 81
- Sheep 067" 654 98
‘Horse 913 877 96
Deer : 4’ 1,208 97
Geese 1,284 WSS 96

Total 7,230 6,652 92



IeYiESolcelsolates from
SIORE0/96-11/96

correctly Correct
JgL-mrJ led Rate(%)

A na 472

| r“HHHH So 264
Deer 1 117
Geese 211
otal 1,248 1,067
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IeYiESolcelsolates from

JIENSIO0K -

1/96-8/98

correctly Correct

JgL-m ified Rate(%)

151
131
106
136
524

/8
86
31
82
82




IBIIESBIIcE Glassifications
WgWNIpAIIalS Pooled

NeNejf Cor,"'r* Correct
SelicENselalesT ldentified Rate(%)
Knowr Soulce D!abase
5,019 98

]
~Animal” 5, | 22
| g

,-'~ Human O 1,147 06
<NOWI gaurces, Page Brook
Animal 635 612 06

Human 288 2173 95



PRIGBI Sieam Isolates
HOINREEOERS00KS 5/97-10/97

amolmg Spilfice Identification &)

jiie] C oW Je"er man Geese 2
SHat™ 11 4 4
e ' 5 3

'5 3 9




PRIGBI Sieam Isolates
frorn Page BradRailemejiels

amolmg Splirce Identification &)

Jie SO, Deer man Geese ?
S 23 31 8
44 | 30 /

i '28 pame] 1




vllioyrmisolates from
SOOI O -10/97

amolmg NB: PEr: 100 ml
Averaué" Minimum_ Maximum
SRS 410 4,800
42 4000 7,900 72,000
¢ 610 4,400




vllioyrmisolates from
SO/ O8-10/98

amolmg NB: PEr: 100 ml
r\veracl@i Minimum_ Maximum
"/'/ e 190 610
"‘ S 24610 4,100
) # 2°)0) 1,700




Ieelion Isolates from
[ERSIOKS 7/99-9/99

amolmg NB: PEr: 100 ml

Averaué" Minimum_ Maximum
SPIT . <10 780
460 <10 560
ST R <10 1,940




LuiEipsaN=ecal Coliforms
frorn P e =](0)6] <

Seifjelinel AVEavE No/1 00, (% Reduction)
Sit 7/97- |O/J?.‘IO 7/99-9/99
PBIOTEII08 347 (88.8) 320 (89.7)
>B12, 42,400 1,596 (96.2) 460 (98.9)
B16 2,347 934 (60.3) 870 (63.0)




all Coliform
REMUICHIENSHIA Page Brook

(CENT -FEeCa

~7

il

B Summer 1997
OSummer 1998
B Summer 1999

II 63.0%
Ml = ]

PB 10 PB 12 PB 16



gonclusions to Date

o Arlfloloile res]s'e ice profiles with a large
SEIAIENISIZIASE 26 u@ely sourced
iecalisiiePIoceCEUS ISolates.

Datal ;ru validated with over 4,000
~ known and unknown! isolates.
Differentiation between human and

animals Is excellent, less so between
livestock, poultry and wildlife.



Nesiim 'ur] e)f] 2l Jrnrr 1 watershed with
MONENYPES Of SOUlCE

E Contmue o buldra database of DNA

~ profilesfeifisolates.

| Compare - combine antibiotic resistance
profiles with DNA fingerprints.



Iree Tracking
m(*ll slons-

'Tlr" and it does work

. Methedology
comparisons needed

3. Libraries and
databases needed

4, BST does represent
best available
methods

= 5. Toolbox approach
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